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A type of virus classified by Baltimore Double rna virus Electron micrograph rotaviruses. Bar No 100 nm Virus Classification Group: Group III (dsRNA) Kingdom: Phylum: Class Orthornavirae Duplornaviricota Pisuviricota Duplopiviricetes Double-chain RNA Viruses (dsRNA viruses) are a polyphiletic group of viruses that have double-chain genomes from
ribonucleic acid. The two-jet genome is used to transcribe positive strands of RNA viral RNA-dependent RNA polymerase (RdRp). Positive RNA can be used as an RNA messenger (mRNA), which can be translated into viral proteins by host cell ribosomes. Positive RNA can also be replicated by RdRp to create a new two-string viral genome. The double-
stranded RNA viruses are classified into two separate Philae Duplornaviricota and Pisuviricota (particularly the Duplopiviricetes class) that are located in the kingdom of Orthornavirae and the kingdom of Ribovirium. These two groups have no common ancestor of the dsRNA virus. Two-string RNA viruses evolved twice from positive RNA viruses. In
Baltimore's classification system, dsRNA viruses belong to Group III. Members of the viral group vary greatly in host range (animals, plants, fungi, and bacteria), genome segment number (one to twelve) and virion organization (T-number, capsid layers or towers). Two-string RNA viruses include rotaviruses, known worldwide as a common cause of
gastroenteritis in young children, and the bluetonga virus, an economically significant pathogen of cattle and sheep. The Reoviridae family is the largest and most diverse family of dsRNA viruses in terms of host range. Classification Two hoards of dsRNA viruses exist: the filum Of Duplornaviricota and the class Duplopiviricetes, which is located in the filum
Pisuviricota. Both are included in the kingdom of Orthornavirae in the kingdom of Riboviriya. Based on RdRp's phylogenetic analysis, the two hoards do not have a common ancestor of dsRNA, but instead separately evolved from different positive feelings, single-string RNA viruses. In the Baltimore classification system, which groups viruses together based
on their method of mRNA synthesis, dsRNA viruses are Group III. Aside from RdRp, viruses in Duplornaviricota also share icosahedral capsids, which contain 60 homo- or heterodimmers of capsid protein, organized on pseudo T'2 lattice. The filum is divided into three classes: chrysimotiviticetes, which mainly contain fungal and protozoa viruses,
resentoviricetes, which contains reoviruses, and Vidaverviricetes, which contains cystoviruses. The Duplopiviricetes Class of Duplopiviricetes is the second hoard of dsRNA viruses and is located in the Pisuviricota filum, which is also positive meaning of single-stranded single-stranded Viruses. Duplopiviricetes mainly contains plant and fungal viruses and
includes the following four families: Amalgaviridae, Hypoviridae, Partitiviridae, and Picobirnaviridae. Notes on individual types of Reoviridae Reoviridae are currently classified for nine genera. The genomes of these viruses consist of 10-12 dsRNA segments, each of which usually encodes one protein. Mature vignons are not shrouded. Their capsids, formed
by several proteins, have icosahedralic symmetry and are usually located in concentric layers. A distinctive feature of dsRNA viruses, regardless of their family connection, is their ability to transcrib segments of dsRNA, under appropriate conditions, within the capsid. Thus, in all these viruses, the enzymes needed for endogenous transcription are part of the
virion structure. Orthoretoviruses Ortoreoviruses (reoviruses) are prototypes of reovirid family members and tower members, who make up about half of births. Like other family members, reoviruses are not shrouded in concentric capsid membranes, which incapsed segmented dsRNA genomes. In particular, reovirus has eight structural proteins and ten
segments of dsRNA. A series of unpainted steps and conformal changes accompany the entrance to the cell and replication. High-resolution structures are known to almost all mammalian reovirus proteins (MRVs), which is the most studied genotype. Electron cryo-microscopy (cryo-microscopy) and X-ray crystallography provided a wealth of structural
information about two specific strains of MRV, Type 1 Lang (T1L) and Type 3 Dearing (T3D). Cipovirus Cytoplasmic polygedross viruses (KPV) form the genus Cipovirus family Reoviridae. CPV is classified into 14 species based on the profiles of electrophoretic migration of their genome segments. Cipovirus has only one capsid shell, which is similar to the
orthorovirus of the inner nucleus. CPV has an amazing stability of capsid and is fully capable of endogenous transcription and RNA processing. Common folds of CPV proteins are similar to other reoviruses. However, CPV proteins have inserted domains and unique structures that contribute to their extensive intermolecular interactions. The CPV tower
protein contains two methylase domains with a highly preserved spiral-pair/β-list/spiral-pair sandwich fold, but lacks the β-barrel flap present in orthoreteovirus No. 2. The stacking of functional areas of the protein tower and the presence of narrowings and spikes along the mRNA release path point to a mechanism that uses pores and channels to regulate
highly coordinated RNA transcription, processing and release steps. Rotavirus Rotavirus is the most common cause of acute gastroenteritis in infants and young children worldwide. This virus contains the dsRNA gene and is a member of the Reoviridae family. The rotavirus genome consists of eleven dsRNA. Each segment of the genome encodes one
protein, with the exception of Segment 11, which encodes two proteins. Among the twelve proteins, six are structural and six are non-structural proteins. This two-jet RNA, not shrouded in the Bluetongue virus Members of the genus Orbivirus in the Reoviridae family are viruses transmitted by arthropods, and are responsible for the high incidence and
mortality among omas. The Bluetongue virus (BTV), which causes diseases in livestock (sheep, goats, cattle) has been at the forefront of molecular research for the past three decades and now represents the most understandable orbivirus at molecular and structural levels. BTV, like other family members, is a complex, non-encompassing virus with seven
structural proteins and an RNA genome consisting of 10 different dsRNA segments. Phytoreoviruses are not tower reoviruses, which are major agricultural pathogens, especially in Asia. One member of this family, the rice dwarf virus (RDV), has been extensively studied using electronic cryomycroscopy and X-ray crystallography. From these analyses were
obtained atomic models of capsid proteins and a plausible model of capsid assembly. While the structural proteins of RDV do not have a similar sequence with other proteins, their folds and overall capsid structure are similar to other Reoviridae. Saccharomyces cerevisiae virus L-A L-A dsRNA yeast virus Saccharomyces cerevisiae has one 4.6 kb genomic
segment that encodes its main coat protein, Gag (76 kDa) and Gag-Pol protein synthesis (180 kDa), formed by -1 ribosomes. L-A can support replication and incapsydy in individual viral particles of any of several satellite dsRNAs called M dsRNAs, each of which encodes a secret protein toxin (killer toxin) and immunity to this toxin. L-A and M are transmitted
from cell to cell by cytoplasmic mixing, which occurs during mating. Neither is naturally released from the cell or ingested into cells by other mechanisms, but the high frequency of yeast mating in nature leads to the widespread spread of these viruses in natural isolates. In addition, the structural and functional similarity to the mammalian dsRNA viruses has
made it useful to treat these entities as viruses. Infectious virus bursal disease Infectious virus bursal disease (IBDV) is the most characteristic member of the Birnaviridae family. These viruses have bipartite genomes dsRNA, IBDV shares functional strategies and structural features with many other icosahedral dsRNA viruses, except that it lacks the T No 1
(or pseudo T No 2) core common to Reoviridae, Cystoviridae, and Totiviridae. BELOK IBDV capsid demonstrates structural areas that show homologation of those of capsid proteins of some positive-sensory single-liquid such as nodaviruses and tetraviruses, as well as T No. 13 13 Protein shell Reoviridae. The IBDV 13 capsid shell is formed by VP2
trimbers, a protein generated by the removal of the C-terminal domain from its predecessor, pVP2. Pruning pVP2 is done on immature particles as part of the maturation process. Another large structural protein, VP3, is a multifunctional component under the T No. 13 shell that affects the inherent structural polymorphism of pVP2. The virus-coded RNA-
dependent RNA polymerase VP1 is included in the capsid through an association with VP3. VP3 also actively interacts with the viral dsRNA genome. Bacteriophage Φ6 bacteriophage Φ6, is a member of the Cystoviridae family. It infects the bacteria Pseudomonas (usually plant-pathogenic P. syringae). It has a three-part, segmented, two-jet RNA gene, with
a total length of 13.5 kb. Φ6 and his relatives have a lipid membrane around nucleocapside, a rare trait among bacteriophages. This is a lytic phage, although under certain circumstances there is a display of delays in the lick that can be described as a state-carrier. Antiviral drugs Since cells do not produce two-string RNA during normal nucleic acid
metabolism, natural selection has favored the evolution of enzymes that destroy dsRNA upon contact. The most famous class of this type of enzyme is Dicer. It is hoped that a wide range of anti-viruses that exploit this vulnerability of two-string RNA viruses can be synthesized. See also the viruses portal Animal Virology List of RNA virus virus virus
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